remains to be uncovered. In order to dissect the role of Msi genes in neural stem, we are using Xenopus retina as a model system. Our expression analyses revealed that both Msi1 and Msi2 are expressed in retinal stem cells. In order to highlight the function of Msi genes, we ectopically expressed Msi1 and Msi2 by mRNA injection. We found that Msi misexpression promotes the formation of epidermal protrusions, reminiscent of skin tumors and strongly expressing the stem cell marker XHes1 and CyclinD1.
of Msi genes, we ectopically expressed Msi1 and Msi2 by mRNA injection. We found that Msi misexpression promotes the formation of epidermal protrusions, reminiscent of skin tumors and strongly expressing the stem cell marker XHes1 and CyclinD1.
In the retina, overexpression of both Msi genes enhances cell cycle kinetics. In addition, we observed a decreased expression of the cell cycle inhibitor p27-Xic1, suggesting that Msi might also inhibit cell cycle exit of retinal precursors. Finally, preliminary coimmunoprecipitation experiments suggest that Msi1 and Msi2 form heterodimers.
Altogether, our data suggest that Msi RNA-binding proteins could be involved in the modulation of retinal stem cell/precursor proliferation and that their misregulation could lead to tumor for- 
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The telomere is a nucleoprotein complex consisting of a tandem G-rich repeat that forms the end-capping complex on eukaryotic chromosomes. Telomeric DNA erodes at each cell division and critically short telomeres result in cell cycle arrest or programmed cell death. This counting mechanism may act as a determinant for the life span stem cells, and thus the organism.
The planarian Schmidtea mediterranea provides a suitable invivo model for observing the erosion and maintenance of telomere length in multicellular organisms. Its telomere is composed of the same repeat unit as the vertebrates (TTAGGG) (Joffe, 1996) , and is evolutionarily less distant to humans than yeast, the common invivo models for telomere studies. Furthermore, this has a unique life cycle that suggests the existence of an pluripotant somatic stem cell population with indefinite proliferation capacity.
The activity of telomerase can be observed in this organism using the TRAP assay. A possible homolog of the telomerase catalytic subunit was found informatically, its function is currently being studied using RNA interference. Several TRF analyses suggest long telomere lengths in both asexual and sexual strains, with differences in telomere length in worms of different ages. The same technique was also used to investigate the effect of the regeneration process on telomere length. Furthermore, the structures of chromosome ends are currently being characterised using a transformation-associated recombination (TAR) cloning protocol. 
